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The front cover shows the active site cleft of thermolysin with a modeled substrate, based on
several crystal structures of different inhibitors bound to thermolysin. The Zn2+ binding ligands and
the Zn2+ ion are shown in red. The catalytically active residues are shown in green. The S1' residues
are shown in yellow  and the blue spheres represent Ca2+ ions. This picture is a more detailed view
of Figure 4.1 on page 43. Ray tracing of this image was performed by M.L. van Roosmalen.
The back cover shows a ribbon diagram of thermolysin. The red arrows represent β-sheets, whereas
the blue helices represent α-helices. The centre shows the central α-helix which is the bottom of the
active site cleft with the catalytic Zn2+ ion (large sphere). Four Ca2+ ions (small spheres), involved
in stability, are also shown. This picture is a colour representation of Figure 2.2 on page 26.
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Substrate specificity in the highly heterogeneous M4 peptidase
family is determined by a small subset of amino acids.
Probing Catalytic Hinge-bending Motions In Thermolysin-Like
Proteases By Gly Ala Mutations.
The effect of changing the hydrophobic S1'  subsite of
thermolysin-like proteases on substrate specificity.
Engineering the catalysis of a thermolysin-like protease by
modification of its surface charge.
Summary and general discussion.
Samenvatting en algemene discussie.
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